. 2D 13 C-13 C correlation spectra of VLAAT-FPK4 in the DOPC/DOPG (4 : 1) membrane in the gel phase. (a) 2D spectra of the equilibrated sample at 20 ms (red) and 300 ms (blue) mixing. Inter-residue cross peaks are observed only for the same secondary structure and not between different secondary structures. For A116 and T117, the α-helical inter-residue cross peaks are stronger than the β-strand ones, whereas for L110 and A111, the β-strand inter-residue cross peaks are stronger than the α-helix ones. (b) Overlay of the initial (black) and equilibrated (red) spectra. The initial spectrum shows mainly α-helical chemical shifts for all labeled residues, while the equilibrated spectrum shows primarily β-strand chemical shifts for N-terminal residues (V107, L110, and A111).
. 2D 13 C-
13
C correlation spectra of FPK4 in the gel-phase DOPC/DOPG (4 : 1) membrane (246 K). (a) GVTAA-FPK4 spectrum with 500 ms mixing. (b) IGALV-FPK4 spectrum with 500 ms mixing. Inter-residue cross peaks were observed in both spectra, but no cross peak between N-terminal and C-terminal residues is seen. Thus, if the peptide is oligomerized in the DOPC/DOPG bilayer, then the packing is parallel. C-13 C correlation spectra were selected for volume integration. A111 and A116 Cα-Cβ cross peaks overlap and indicate a total helical content of 38%. We interpolated the helicities of L110 and A112 to obtain the A111 helicity, and the A116 helicity was the difference between the total helicity and the A111 helicity.
